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¶ Understand the distinction between different types of homology (i.e., orthology and paralogy) and 
assess whether nucleotide and amino acid sequences are homologous 

¶ Perform and evaluate the quality of multiple sequence alignments from nucleotide and amino acid 
sequence data 

¶ Manage, manipulate, and assess quality of large datasets, especially including next-generation-
sequencing datasets 

¶ Understand the problems and pitfalls associated with variant calling, as well as how to interpret 
genotype likelihoods 

¶ Have the confidence to learn new and useful techniques that they may encounter in their 
bioinformatic exploits 
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own design must consult with the instructor by 5pm on 





mailto:counseling@nmt.edu
https://www.nmt.edu/cds/
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New Mexico Tech supports freedom of expression within the parameters of a respectful learning 
�H�Q�Y�L�U�R�Q�P�H�Q�W�����$�V���V�W�D�W�H�G���L�Q���W�K�H���1�H�Z���0�H�[�L�F�R���7�H�F�K���*�X�L�G�H���W�R���&�R�Q�G�X�F�W���D�Q�G���&�L�W�L�]�H�Q�V�K�L�S�����³�1�H�Z���0�H�[�L�F�R���7�H�F�K�¶�V��
primary purpose is education, which includes teaching, research, discussion, learning, and service. An 
atmosphere of free and open inquiry is essential to the pursuit of education. Tech seeks to protect 
academic freedom and build on individual responsibility to create and maintain an academic atmosphere 
that is a purposeful, just, open, discipl�L�Q�H�G�����D�Q�G���F�D�U�L�Q�J���F�R�P�P�X�Q�L�W�\���´ 
 
 

COVID-19 Safety Issues for Face -to-Face Instruction:  
 

Students must follow campus-wide safety protocols, including mandatory use of face coverings and 

mailto:titleixcoordinator@nmt.edu

